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the target protein concentrations in the parallelism samples.

Human serum or plasma samples were serially diluted in kit-specific
buffer to achieve the sample dilutions. Dilutions tested were
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analyte in serum. The dilution-adjusted concentrations were approaches demonstrate that a “one-size-fits-all” solution does not apply to solve all of them. Instead, scientific judgment and a fit-

calculated by multiplying the dilution factor with the measured for-purpose method are required. Here we provide different test cases demonstrating different possible approaches to mitigate _ _ _ | -
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determined by dividing the dilution-adjusted concentration at each
dilution by the measured concentration of the reference dilution.
The one that was most common, and showed a passing relative
recovery rate at more than one dilution, was selected as the
minimum required dilution (MRD).

required, to best mimic the endogenous samples. Second, the diluent buffers can be altered to remove any potential matrix effects.
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